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Data Management

Scheme Analytes Participants Samples Nr. Reports
Amino Acids 25 266 8 53.000
Special Assays U 14 175 8 20.000
Special Assays S 18 242 8 35.000
Lysosomal Enzym 10 78 8 6.000
Organic Acids 19 122 8 19.000
Purines/PyrP. 13 51 8 5.000
Cystine WBC 3 38 8 1.000
Neurotransm 6 26 3 1.000
Pterines 4 22 3 1.000
Acylcarnitines 20 80 8 13.000
Dried Blood Spots ? ? ? ?
Total 132 1100 80 160.000

Archive from Year 2000 = 2.6 million reports
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User Friendly Design

Different Users

Different Requirements

Director:

Technician:
Lab Manager: Summary

(Condensed) Details

Condensed Conclusion

Design should serve all




Data

- N Schemes
- N Samples/year
- N Analytes
Amino Acids
Analyte Sample Nr.
1 2 3
Alanine
Asparagine
Glutamine
Valine




Details
You consider: -1 Scheme

- 1 Sample
- 1 Analyte
“Analyte in Detail Report”
Amino Acids
Analyte Sample Nr.
1 2 3
Alanine
Asparagine -
Glutamine
Valine




Analyte in Detail Report

Sample:
Analyte:
Deadline:
Unik:

Your Method:

Your Result:

Method results

n:
Mean:
Median:

Sh:

All Labs results

n:
Mean:
Median:

Sh:

2016.08

2-Aminobutyric acid

25/11/2016
pmol/L

2. Ion-exchange chro

103

115
101
101
8.59

189
100
100
9.45

Scale
Standard
Deviations
=350

2-33D0
1.5-2.080
1.0-1.580
0.5-1.02D
0.0-0.55D
-0.5-0.030
-10-.58D
-15--1.05D
-2--1.550

-3--250

=-350

1. lon-exchange chrom Ninbydrn 0 int. Std
2. |lon-axchange chiom Ninhydrin 1 Inl. Std

3. len-axchange chrom Ninhydrin 2 Int, Std

Scale
umallL

=128

119- 128
115- 1149
110-115
105-110
100 - 105
@5.6- 100
209-956
6.1 -90.9
81.4-86.1
T1.8-81.4

=718

4. Gas chromalography

5. Gas chromatpgraphyMass spectrometry

G Reverse phasa HPELC

T. Tandam MS

8. Other

GC or GCIMS

IEC-other dedvalization

Your Lab



Condensed Details
You consider: -1 Scheme
- 1 Sample
- All analytes

“Cycle Review Report”

Amino Acids

Analyte

Sample Nr.

Alanine

2 3

Asparagine

Glutamine




Cycle Review Report

Your Med All

Analyte n £5coreld% 20% F0% 40% 50% 60% 70% B0% 20% 100%
Lab Labs
2-Aminobutyric acid 103 100 183 0.3 2 4 5 B Fi
Alanine 895 = 10 245 .2 4 167|235
Alloisoleucine 77.0 78.0 172 0.4 7 3 24 6 5
Arginine 615 616 240 O 24 7 356 1
Asparagine 107 103 222 0.2 £ e : i 1 )
Aspartic Aad 42.0 47.0 234 0.8 = & 3 7
Citrulline 1714 1896 238 1.2 4 : 3 & a7
Cystine 8.00 7.00 Vo 4 SR 27 L35 13 4
Glutamic acid 147 128 241 1.2 234 16 iy
Glutamine BeS 348 232 0.3 12 47 &
<10% 4%
Score 10% -90% 96%
=90% 0%
<10% 3%

Cumulative Scors 10% - Q0% a5eg



Summary Details

You consider: -1 Scheme
- All Sample
- All analyte

“Annual Report”

Amino Acids

Analyte

Sample Nr.

Alanine

Asparagine

Glutamine

2 3




Analyte

Annual Report

AcCcuracy

[(mean)

Your Lab All labs Your Lab All Iabs ¥our Lab All labs Your Lab  All labs

47.6
355
724
246
102
43.0
G556
38.4
129
603
348
179
62.5
1.0
143

45.8
357
72.5
249
89.0
49.3
719
38.3
120
614
350
178
F1.2
47.6
141

Precision
[Cvoh duplicates])

4.6%
3.6%
6.5%
4.6%
12.3%
5.1%
3.3%
8.1%
6.8%
4.6%
3.4%
11.59%
158.4%
13.8%
6.9%

7.1%
5.2%
7.0%
4.4%
10.2%
9.0%
6.2%
9.0%
10.2%
7.1%
4.9%
6.6%
6.8%
10.9%
5.6%

Linearity
(r)
0.997 0.997
0.9595 0.998
0.998 0.996
0.959 0.999
0.991 0.991
0.996 0.993
0.9598 0.998
0.9%4 0.5990
0.996 0.987
0.996 0.994
0.999 0.9538
0.995 0.598
0.969 0.994
0.985 0.986
0.995 0.999

Recovery

[Boadded analyte)

100%
S1%
28 %
3%

105%:
58%
84%
55%

116%
91%
95%
298%0
7%

97 %

101%
Q5%
Q5%
Q6%
Q7%
67%
S5 %
59%:
111%
95%
7%
Q1%
BY %
Q4%
94%

Data all labs

n Interlab cv
215  13.7%
270 9.04%
192 11.7%
267  8.65%
249  19.8%
260 19.3%
264 13.4%
240, 13.7%
260 15.3%
260 10.8%
260 8.81%
264 11.2%
117  15.5%
230 13.6%
260, 11.7%



Overview

You consider: All Schemes, all samples, all analytes

“Certificate”

2016
Organic Acids

Special Assays Serum

Certificate

Amino Acids /
|

Analyte

Sample Nr.

2

3

Alanine

Asparagine

Glutamine




ERNDIM , |

QUALITY ASSURAMNCE IN LABORATORY TESTING FOR IEM

Certificate of Participation and Performance for 2015

This certificate is to confirm that:

participated in the following External Quality Assurance schemes organised by ERNDIM in 2015 and has achieved

performance in the individual schemes as shown.

It is essential that the laboratory's own detailed annual reports for each scheme be referred to alongside this Certificate.

For the Quantitative schemes these are available from www.erndimga.nl and for the Qualitative schemes these are
available from cscg.hcuge.ch/cscg/ERNDIM/ or by contacting ERNDIM at admin@erndim.org.

Quantitative Schemes

Subscribed Number of Analytes

Included in For which results | Satisfactory

the scheme | submitted by lab | Performance
Amino Acids (serum) (Api 3200) Yes 28 26 13
Cystine in White Blood Cells (Api 3200 & Pentra) Yes 3 3 2
Lysosomal Enzymes (fibroblasts) (CBE) Yes 10 10 10
Purines and Pyrimidines (urine) () No - - -
Quantitative Organic acids (urine) (Agilent GC2) Yes 23 18 16
Special Assays Serum (Routine) Yes 24 23 16
Special Assays Urine (Routine) Yes 16 13 12




2000 ERNDIM Archive
20....

2015

2016
Organic Acids

Certificate

Special Assays Serum

Amino Acids

Analyte Sample Nr.
1 2 3 8

Alanine

Asparagine

Glutamine




www.ERNDIMQA.nI

Navigation to find your Information

ERNDIM Certificates

2000

20....

2016

2017

Special Assays
Serum

Cycle Review
Report 2016-1

Cycle Review
Report 2016....

Analyte in Detail
Report Alanine

A4

Amino Acids

Organic Acids

Annual Report /

Cycle Review
Report 2016-8

Analyte in Detail
Report Tyrosine

Analyte in Detail
Report Valine




Navigation to find your Information

www.ERNDIMQA.nI

ERNDIM Certificates

V! v Vv \!
2000 20.... 2016 2017
v

Special Assays
Serum

Amino Acids

Organic Acids

Annual Report

Cycle Review
Report 2016-1

Cycle Review
Report 2016....

Cycle Review
Report 2016-8

Analyte in Detail
Report Alanine

A 4

Analyte in Detail
Report Tyrosine

Analyte in Detail
Report Valine




Aggregation level and Information Layers Website
“Information Pyramid”

Aggregation Nr Nr Nr Nr
Level Years Schemes Samples Analytes
Archive All All All All
Certificate 1 All All All
Annual Report 1 1 All All
Cycle Review Report 1 1 1 All
Analyte in Detail Report 1 1 1 1




ERNDIM Website




“I do not want digital reports

M | want them printed”
AT

e



“I do not want digital reports
RSN | \vant them printed”

PDF this analyte PDF all Analytes

Sample: 2016.08
Analyte: 2-Aminobutyric acid
N\




| | want to know why”

e

“In case | have poor performance

mm



Excellent Performance: only green flags

Accuracy Precision Linearity Recovery Data all labs

Analyle
{mean) {Cvo duplicates} {r) (%added analyta)

Your Lab All labs Your Lab All labs Your Lab Al labs YourLab Alllabs n  Interlab cw
42.0 45.8 0.9% 7.1% 0.995% 0.997 37% 101% 215 13.7%

361 357 8.5% 5.2% 0.997 F.598 534% 95% 270 9.04%
73.8 F25 2.9% 7.0% 0.9598 1.995 955% 93%  182: 11.7%
258 245 10.5% 4.4% 0.997 0.5999 96% 96% 267 B8.60%
T7.9 85.0 14.5% 10.2%  0.986 0591 86% 97% 249 19.8%
33.1 49.3 16.4% 9.0% C.985 0.993 T1% 67% 280 19.53%
808 715 7.9% 6.2% 0:.598 0.998 104% 95% 284 135.4%
37.5 33.3 13.8% 9.0% C£.986 0.590 61% 99% 2400 13.7%
119 120 8.7% 10.2% @ 0.990 0.587 118% 111% 269 15.3%
583 old 19.8% F.1% €.954  0.994 92% 953% 2600 10.8%
352 330 13.3% 4.9% C£.991 0.993 98% O, (269 B.81%
182 i78 7.9% G.6% 0:598 G.998 $4% 9i% 264 11.2%

35.8 712 10.0% 5.8% C£.987 0.594 106%: B7% 117 155%
41.8 47.6 35.1% 10.5%  0.948 0.986 112%% 94% 230 13.6%
141 141 20.2% 5.6% 0.952 0.999 94% 94% 269 11.7%
149 432 17.4% 5:5% C.950 0.999 99% 93% 273 10.3%
280 261 10.1% 5.3% 0.998 0.998 102% 0% 267 8.18%
284 266 8. 2% 4.9% 0.959 0.599 105% 96% 270 10.4%
389 354 13.2% 4.9% 0.998 0.999 105% 9% 274 9.48%

346 346  9.7%  6.7% 0.995 0.996 96% | 97% 255 9.54%
Saccharopine 90,8 5.6% 0.958 O7% 101 11.0%
EERE sc 145 o95%  s55% 0998 0997 96% | O7% 269 9.14%
B 175 173 12.0%  5.5%  0.995 0.999 98%  96% 253 9.15%
RN i3 157 10.8%  4.5%  0.992  0.998  97% S7% 266  7.39%
B s oo 13.0%  si% 0995 0999 97% | 92% 274 9.75%
B 5ic  s0: 13.9%  5.0%  0.993  0.999  99% | 96% 274 8.61%




Good Performance: few red flags

Aol Accuracy Predision Linearity Recovery Data all Izbs
fomean) (cvab duplicates) (") {svadded analyte)

Yotir Lab | Al Jabs | Yourtab | Al ks | Your Eab| Al labs| Yosriab |'All labs:| n' | Entarkab v
R s:s 458 43%  7.1% 0995 0997 104%  101% 215 13.7%
EERE =cc 57 6.5%  5.2%  0.998 0996 101%  95% 270 6.04%
BEEEERNN cic 25 52%  7.0%  0.996  0.996  84%  95% 192 11.7%
EEERE o2 249 25%  44% 0999 099 9%  96% 267 £.65%
BRI 7s.: 9.0 7.7%  10.2% 0990 0.991  81%  97% 249 19.8%
R s:s 493 3.0%  9.0% 0993 099 70%  67% 260 19.3%
RN a0 i 10.1%  6.2%  0.997  0.996  102% = 95% 264 13.4%
B 51 383 9.7%  9.0%  0.593  0.990  59%  59% 240 13.7%
EEERESE 1:7 120 4.0%  10.2% 0.997 0987 112%  111% 269 15.3%
EEEREE c:s  si4 72%  7.1% 0890 0.994  96%  95% 260 10.8%
ENSE 45 350 5.4%  4.9%  0.599 0995 96%  97% 269 E.81%
BRI 10 178 B.0%  6.6% 0.998  0.996  93%  91% 264 11.2%

Homocitrulline B :: s+ ssw% osso 09w [ s 17 1s5%
R o 476 10.1% 10.9% 0.592 0986 91%  94% 230 13.6%
S 10 141 7%  5.6%  0.899  0.996  93%  94% 269 11.7%
N <5 432 66%  55% 0598 0,99 93%  93% 273 10.3%

258 261 3.1%  5.3% 0.999 0996 8%  90% 267 E.18%
= 262 | 266 | 2.8%  4.9% 1000 0995 94%  96% 270 10.4%
SRR 5o 354 43%  49% 1000 099  93%  92% 274 ©.48%
BRI zss 346 62% 677  0.996  0.996  102%  97% 255 S.54%
EEESET 102 998 3.0%  5.6% 0.999 0998 105%  97% 101  11.0%

148 = 146  2.6%  55% @ 0.995 0997 10:1% @ 97% 269 E.14%
= 158 173  164% 55% @ 0.990 0995 95%  96% 253 <£.15%
EREORREN  i:3 187 6.4%  4.5% 0.997 0898 95%  97% 266 7.39%
B ¢ 47 6.8%  5.4% 0599 0998 9%  92% 274 S.75%
B ;o0 04 67% 5.0% 0999 0.992  95%  96% 274 E.61%




Poor Performance: Many Flags in different colours

AcCcuracy

Analyte

{mean)

Precision

[Cvon duplicates])

Your Lab  All labs Your Lab All labs

53.4
377
230
82.5
a1.7
42

125

Cystine

Glutamine ORFR
Glycine

Histidine -

Homocitrulline

46.9
140

45.8
357
T e
249
89.0
49.3
419
38.3
120
bl4
a50
178
71.2
47.6
141
432

13.0%
(2%
18.6%
3.7%
22.6%
29.7%
15.0%
19.1%
11.0%
ORFR
9.2%

10.0%
8.7%
4.8%

7.1%
2.2%
7.0%
4.4%
10.2%
9.0%
6.2%
9.0%
10.2%
7.1%
4.9%
6.6%
6.8%
10.9%
5.6%
5.5%

Your Labk Al labs Your Lab Al Iabs

Linearity
(r)

0.983  0.997
0.984  0.998
0,959 0.996
0.997 0.999
0.965 0.991
0.980  0.993
0,994  0.998
0.570  0.990
0.987 0.987
ORFR  0.994
| JEEES
0.995 0.998
0.994

0.977 0.986
0.999 0,999
0.999  0.999

Recovery

[voadded analyte)

124%
103%
76%
86%
89%

97 %

115%
ORFR
87 %

101%
93 %

Line B o - oo

101%
95%
95%
96%
9%
67%
95%
29%

111%
95%
97%
91%
87 %
S4%
94%
93%
S0%

Data all labs

n  Interlab cv
215 13.7%
270 9. 0d45%
192 11.7%
267 8.65%
249 19.8%
260k 19.3%
264 13.4%
240 13.7%
269 15.3%
260 10.8%
269 3.81%
264 11.2%
117 15.5%
2340 13.6%
269 11.7%
273 10.3%
267 8.18%



Colour Flag = indication reason Poor Performance

Analyte

I

Glutamine
Glycine
Histidine

Homocitrulline

Lysine

AcCcuracy

{mean)

Precision
(Cvon duplicates)

Your Lab ' All labs Your Lab All lak

53.4
377
230
82.5
al1.7
742

125
ORFR

_a

45.9
140

45.8
357

Jd.9
245
89.0
49.3
719
38.3

120

a
178
Tl 2

47.6
141

432

13.0%
|
18.6%
2.7%
22.6%
29.7%
15.00%
7.1%
11.0%
ORFR
9.2%

10.0%
8.7%
4.8%

. 1%
5.2%
7.0%
4.45

. 2%
9.0%
&. gfa

F.0%
0.2%
7.1%
4.9%
6.6%
6.8%
10.9%
5.6%
5.5%

Linear:

your Lab

1V 2Ny
0:965
0.980
0,994
0.970
0.987
ORFR

0.977
0.999

»

U | A0S

¥.997
0.9598
(.996,
0.999
0.99%

0.983
0.§38

h) 23=Tu]

y.987
1.994
0.998
0.998
0.994
0.986
0.995
0.599

124%
103%

76%
86%
89%

97%

115%

101%
93%

Recovery
padded analyte)

our Lab Al Iabs

101%
95%
95%
96%
b
&7 %
93%
29%
111%
95%
o7%
91%
87 %
S4%
94%
93%

Data all Iabs

n Interlab cwv
215 13. 7%
270 G.04%,
192 11.7%
267 8.65%
245 15.8%
260 19.3%
264 13.4%
240 13.7%
269 15.3%
260 10.8%
269 3.81%
264 11.2%
117 15.5%
230 13.6%
269 11.7%
273 10.3%
267 2.18%



Leucine: Good Performance

Accuracy Precision Linearity Recovery Data all labs

Analyte
{mean) [(Cwoh duplicates) (r) [2hadded analyte)

Your Lab  All labs Your Lab  All labs ¥our Lab All labs Youwr Lab Alllzbs n  Imterlab cw

_ 443 432 4.8%  S55% | 0899 0999  97% 93%, 273 10.3%

ERNDIMQA - Graphical Presentation

AAZ016 (amino acids ) Leucine _
1,200

00 ,/f:

vour Reeults
L
=

& 200 Add £03 B3 1,040 1.20C 1.43C
Added Amcunks

& Yourbab & Uuther =0 Linezr (Your Lzb, =De= Linear [umly]



Alanine: Red Flag for Poor Precision

Accuracy Precision Linearity Recovery Data all labs

Analyte
{mean) [(Cwoh duplicates) (r) [2hadded analyte)

Your Lab  All labs Your Lab  All labs ¥our Lab All labs Youwr Lab Alllzbs n  Imterlab cw

_ 4 397 - 59.2% 0.984 08.9598 103% o5% (270 S.04%

ERNDIMQA - Graphical Presentation

AAR2016 (amino acids ) Alanine _

1.2C¢
R RS
a(sn

gCo

vour desLles
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7y
/;,//

-

o
i T ot HEHY acil R1Hl A i HEHD W1 TAE 1IN

cddad amnonts

B “ou Lab @ Quller == Lipean Ooun Lab) ="m Limean (umily)



Lysine: purple flag for outliers

Accuracy Precision Linearity Recovery Data all labs

Analyte
(mean) (Cvon duplicates) (r) (%added analyte)

Your Lab All labs Your Lab Alllabs Your Lab Alllabs Yourlab Alllabs n Interlab cv

Lysine B s: R s BB oo BB o0 267 s.18%

ERNDIMQA - Graphical Presentation

AAJU1b [amino acids ) Lysine _
300

AN

F00

OR = Outlying Results

. o -
= nny Pt
z e
= _,-f'
"
Foann ’_,.,-"j
. o
Ll
41l _F..-""r
-
-’-!f
P
204 _/""
-
-~
..-";
Uk ,—r""’ L
~
e ™

a Igd 200 200 40C 502 =] Toa
Adced Amourits

@ Vour Lot @ Cwficc =2= Lincar{¥'cur Laby =C=  Lincor {umity)



Glutamine: yellow flag for outlying and too few results

Realghs Accuracy Precision Linearity Recovery Data all labs
(mean) (Cvon duplicates) (r) (vadded analyte)
Your Lab All labs Youwr Lab All labs Your Lab Alllabs Yourlab Alllabs n Interlab cv
Glutamine ORFR 614 ORFR 7.1% ORFR 0.5994 ORFR 95% 260 10.8%

ERNDIMQA - Graphical Presentation

AL01E (amino aclds ) Gluzmina _
1,100

1.220 i

-
f,,"’
TEEL /.ﬂ"jf .
Fa ORFR = Outlying Results and
£ sm i too Few Results
: : v
i L
:C- 5237 ffff
»0 e
f.«"
200 '_:'//
-~

1] e 430 EQ0 232 1000 1232 1.4400
arded amannks

@ Yol lah @ e e MEETYodIr 1 ah) o FEAT N



Alloisoleucine: amber flag for missing pair

Accuracy Precision Linearity Recovery Data all labs
{mean) [(Cwoh duplicates) (r) [2hadded analyte)

Analyte

Your Lab  All labs Your Lab  All labs ¥our Lab All labs Youwr Lab Alllzbs n  Imterlab cw

_ MP 7 18.6% 7.0% 0959 0.996 76% 95% 192 11.7%

ERNDIMQA - Graphical Presentation

AAIDLE (aming acids ) hlluibuleuuim-_-—
BT

L0
EQD

=0

“our Results
I
=
=

3
(=
(=]

20

i
R
i —_ _.__-:',_—'__-."'_.FJ-‘-_
Li] 27 <0 Al &N m 120 Ik IR0 &t

Added Amgunts

& Taul L2bh @ Duller = s _Inezr [Vouf Labl = s Linear jumityy



ERNDIM Website

ERNDIM
Officers




Scientific Advisors:
“We want a score list for Performance Support Letters”




ERNDIMOA - Scaore Report
B U .. - 9 Flags

>25% Letter Scientific Advisor

I ahKAme Methoei5ed Srone

Example Purines & Pyrimidines
48 Labs

12 No flag at all
11 0-5% flags
5 5-10% flags
4 10 — 15% flags
8 15 - 20% flags
3 20— 25% flags
1 25% flags

4 >25% flags




ERNDIM Office: “We want
a. to include the qualitative schemes on the certificate
b. Automatic generation of certificates “

ERNDIM
Officers




- strator
AU | b b i bt oo

o Schemes

@ Units

& Calculation

© Free Query

© Query Mean SD

p Certificates @

p User administration

2 General Information

ol

L Ll T

UALITY ASSURARCE N LARCOARDRY TESTIRGG FEIRIERL

Certificate of Participation and Performance for 2016

This certificate is to confinm tha:

CHUY, LAUSANNE (ERN0CO1)

paanbvipaied in e olkeaing Fxlermel Cualiy AssuEnee schemes orgarisedd by FRMDIN in 2015 and feas achizwed

pETOMANCE I N2 Indoual Scheries 75 Shookmn

It is essantial ihat the laboratoy's cwn detailed annual reports for each scheme be referrad to alongside this Certificale.
For the Ouanttaive schemes these are available from wenwv:emdimga.nl and for the Qualitative schemes these are
availablz from cscc hcuge chfescg/ERNDIM or by contacting ERMNDIM at admin@emdam . org.

Quanititative Schames

Supscribed Number of Analytes
Inciuded In For which resulis Sanstacrary
tha schame stiibmitted by [ab Fermormance
Aming Aeids (serum) [O. Bouiat] ¥es ug 25 2%
Cystine In VWhit2 Blood Cells g M - - -
Lysosomal Enzymes (fibroblasts) g Mo - - -
Meurotransmitters in C3F [ i [] - - -
Purines and Pyrimidines (urine} [O. Boulat] Yes 20 13 1
Quarntitative Grganic acids (urine) [O. Baulat] Y5 24 24 24
Special Aszays Serum [Q. Boulat] Yas 26 14 14
Special Assays Urine [O. Boulat] YEes 18 {1 1]
Qualitative Schemes
Subscribed Submitted Results Satisfactory
Parformance
Gungenhl Disorders of Clycosylation {serum) Mo - -
Diagnastic Proficiency Testing (urinz) ¥es Yoo Yes
Quziitative Acyl Carnitines (OBS) Yes Yeg Yes
Qualitative Organic Acids (urine) fes Yeg Yes
Urine Mucopalysacchardss (urine) Mo 1 2t




ERNDIM Website







A common dialogue


















ERNDIM , |

QUALITY ASSURAMNCE IN LABORATORY TESTING FOR IEM

Certificate of Participation and Performance for 2015

This certificate is to confirm that:

participated in the following External Quality Assurance schemes organised by ERNDIM in 2015 and has achieved

performance in the individual schemes as shown.

It is essential that the laboratory's own detailed annual reports for each scheme be referred to alongside this Certificate.

For the Quantitative schemes these are available from www.erndimga.nl and for the Qualitative schemes these are
available from cscg.hcuge.ch/cscg/ERNDIM/ or by contacting ERNDIM at admin@erndim.org.

Quantitative Schemes

Subscribed Number of Analytes

Included in For which results | Satisfactory

the scheme | submitted by lab | Performance
Amino Acids (serum) (Api 3200) Yes 28 26 13
Cystine in White Blood Cells (Api 3200 & Pentra) Yes 3 3 2
Lysosomal Enzymes (fibroblasts) (CBE) Yes 10 10 10
Purines and Pyrimidines (urine) () No - - -
Quantitative Organic acids (urine) (Agilent GC2) Yes 23 18 16
Special Assays Serum (Routine) Yes 24 23 16
Special Assays Urine (Routine) Yes 16 13 12
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Suhscribed Number of Analytes

Included in | For which results | Satisfactory

the scheme | submitted by lab | Performance
Amino Acids {serum) (Api 3200) Yes 23 26 13
Cystine in White Blood Cells (Api 3200 & Pentra) Yes 3 3 2

ﬂ Lysosomal Enzymes (fibroblasts) (CBE) Yes 10 10 10

Purines and Pyrimidines (urine) () No - - -
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“Or have a look
At the Detail Report:
Result is very low.....”




“Overview in Cycle Review report shows.....”

ERNDIMQA - Cycle Review - AA

PDF for prninting
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The end of the Interview......
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